Table S43: Identified repeat families in the Nasonia genome. Repeat families are based on the Repbase classification using
RepeatMasker 3.25 and manual curation. Total number of repeats, total length in assembly, and percentages are shown. ‘Novel’
families have less than 80% homology to known elements, while ‘Novel tandem’ indicates a similar prediction that also has a tandem

repeat content greater than 15%.

R . Number of repeats in Percent of total Total length of repeat in Percent of total repeat
epeat Class Repeat family
assembly repeats assembly (bp) length
DNA Transposons Chapaev3-1_NVi 701 0.2 153239 0.3
NAUT1_NVi 2297 0.7 292621 0.6
NAVIHAT1 53 0.0 12105 0.0
NAVIMAR1 48 0.0 6079 0.0
NAVIMARN1 1042 0.3 266510 0.5
Transib1_NVi 659 0.2 85680 0.2
DNA Novel 1382 0.4 290838 0.6
Retroposons (LINE-like) LINER1 17389 54 2544361 5.2
NAVIRTE1 400 0.1 128393 0.3
PENEL1_NVi 660 0.2 73042 0.1
Retrotransposons (LTR) BEL1-NVi_LTR 79 0.0 17829 0.0
Copia12-NVi_l 589 0.2 118215 0.2
Copia13-NVi_l 180 0.1 21888 0.0
Copia13-
NV?_LTR 227 0.1 41076 0.1
Copia17-NVi_l 178 0.1 57633 0.1
Copia3-NVi_LTR 5 0.0 745 0.0
Copiad-NVi_LTR 1149 04 284878 0.6
Copia6-NVi_LTR 4 0.0 911 0.0
Copia9-NVi_LTR 31 0.0 9696 0.0
Gypsy1-NVi_| 268 0.1 118821 0.2
Gypsy11-NVi_| 53 0.0 9401 0.0

Gypsy14-NVi_| 226 0.1 50919 0.1
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